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Abstract Title: Coevolution-Based Inference of Amino Acid Interactions Underlying Protein Function

KEY

Protein function arises from a poorly understood pattern of energetic
interactions between amino acid residues.

Abstract contains sufficient
background to understand the
problem under investigation

The data show that cooperative interactions between residues are
loaded in a sparse, evolutionarily conserved, spatially contiguous network of
amino acids. The pattern of amino acid coupling is quantitatively captured in
the coevolution of amino acid positions

Essential results must be
present in summary form
(even if preliminary)

Abstract Source: Salinas V. H. et. al. (2018). eLife. 7:e34300 DOI: 10.7554/eLife.34300.
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