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Abstract Title: Identification of novel mutational drivers reveals oncogene dependencies in multiple myeloma

Understanding the profile of oncogene and tumor suppressor gene KEY
mutations with their interactions and impact on the prognosis of multiple
myeloma (MM) can improve the definition of disease subsets and identify | Abstract contains sufficient
pathways important in disease pathobiology. background to understand the
problem under investigation

Oncogenic dependencies
were identified between mutations in driver genes, common regions of copy
number change, and primary translocation and hyperdiploidy events. These
dependencies included associations with t(4;14) and mutations in FGFR3,
DIS3, and PRKD2; t(11;14) with mutations in CCND1 and IRF4; t(14;16) with
mutations in MAF, BRAF, DIS3, and ATM; and hyperdiploidy with gain 11q,

Essential results must be

mutations in FAM46C, and MYC rearrangements. present in summary form
(even if preliminary)

Abstract Source: Walker B.A. et. al. (2018). Blood 132:587-597. DOI: https://doi.org/10.1182/blood-2018-03-840132.
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